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A.	Personal Statement
My research program at the USC/Norris Comprehensive Cancer Center has been focused on the understanding of the role of genetic variation in modulating the effect of environmental chemical carcinogens. My cross-disciplinary training in cancer biology, molecular carcinogenesis and epidemiology have allowed me to successfully carry out several projects that have contributed to a better understanding of the role of genetic variation, dietary sources of chemical carcinogenic exposures, and cancer risk. I am a Biologist by training, with a PhD in Cancer Biology from the University of Texas, M.D. Anderson Cancer Center, and have acquired solid training in molecular and genetic epidemiology at the National Institute of Environmental Health Sciences (NIEHS), Laboratory of Molecular Carcinogenesis and Epidemiology Branch. I joined the faculty in the Department of Preventive Medicine at USC in 2001 and I am currently an Associate Professor in the Cancer Epidemiology and Genetics Division, and the Director of the Molecular Epidemiology MS/PhD program. Since coming to USC, I have conducted studies focusing on several dietary factors, mainly animal products, and susceptibility genes in colorectal, prostate, bladder, and more recently, breast cancer. These studies were conducted with funds I obtained as PI from the American Cancer Society and the Prostate Cancer Foundation, and as co-investigator on several NIH grants. More recently, my interest on prostate cancer has expanded to include issues relevant to patient clinical care. In collaboration with oncologist, pathologist, and urologists at USC and other institutions (UCLA, Cedars-Sinai Medical Center), and in partnership with scientists at Illumina, Inc, I have been working on the identification of gene expression profile signatures predictive of clinical outcomes for localized and advanced prostate cancer. These new studies have been funded by private foundations, biotech companies, and with a grant from the Department of Defense. I have taken two maternity leave periods in 2003 and 2005-2006, which explain the lack of publications during 2003 and the fewer publications in 2005 and 2006. 
B.	Positions and Honors
1988-1990	Intern, Department of Genetics, School of Sciences, University of Buenos Aires, Argentina
1990-1992	Research Fellow, Department of Genetics, National Academy of Medicine, Argentina
1992-1997	Graduate Research Assistant, Department of Carcinogenesis, University of Texas, M.D. Anderson Cancer Center, Science Park-Research Division
1997-2001	Visiting Fellow, Laboratory of Molecular Carcinogenesis & Epidemiology Branch, National Institute of Environmental Health Sciences, NIH, Bethesda, MD
2001-2010	 Assistant Professor of Preventive Medicine, Keck School of Medicine USC, Los Angeles, CA
2010-Present	Associate Professor of Preventive Medicine, Keck School of Medicine, USC, Los Angeles, CA
2008-Present	Director, Molecular Epidemiology MS/PhD Program, Department of Preventive Medicine, USC, Los Angeles, CA
2002-Present	Member, USC/Norris Comprehensive Cancer Center. Los Angeles, CA.


Other Experience and Professional Memberships
1993-Present	Member, American Association of Cancer Research
1998-Present	Member, Molecular Epidemiology Group of AACR
2006-present	Member, Minority in Cancer Research Group of AACR
1995-1996	Member, Mouse Chromosome 7 Committee of the International Mammalian Genome Society
1998-Present	External Reviewer, FONCYT (National Science Foundation of Argentina)
2006, 2007		Reviewer, Medical Research Council, UK
2007			Reviewer, NIEHS, NIH, Comparative Biology Review Panel, special panel
2008			Ad hoc reviewer, NCI, NIH, Comparative Systems Genetics of Cancer Review Panel
2008			Reviewer, DoD, CDMRP Prostate Cancer Training -2 Award (PCT-2) peer review panel
2009			Reviewer, NIH, National Center on Minority Health and Health Disparities, special panel
2010			Reviewer, DoD, CDMRP Prostate Cancer Health Disparity-1 (HD-1) peer review panel
2011			Reviewer, NCI, NIH, Epidemiologic of Cancer Review Panel (EPIC)
2007-Present	Member, Editorial Board of Current Molecular Pharmacology
2009-2014		Member, Organizing Committee, Latino Cancer Summit 2010, 2012, 2014
2008-2010		Member, International Consortium of Bladder Cancer, DNA Repair working group
2012-Present	Member, Editorial Board of International Journal of Molecular Epidemiology and Genetics
2012-2013		American Association of Cancer Research, Minorities in Cancer Research, Minority Scholar 				Award Selection Committee member, 2012-2013. 
2014			Reviewer, NIH, Cancer Health Equity and Comprehensive Partnerships U54 Review Panel
2014			American Association of Cancer Research, Chairperson of the Genetic and Molecular 						Epidemiology Section of the Epidemiology Subcommittee of the 2014 AACR Program 						Committee.
2015			Member, IARC Monographs Working Group for volume 114, International Agency of Research 			on Cancer. 
2015			Member, Program Committee for the AACR Cancer Health Disparities Conference 2015. 

Honors
1991	Research Fellowship, Fight against Cancer Society, Argentina
2001-2003	Research Career Development Award, Stop Cancer Foundation
2002, 2005	Research Award, Wright Foundation
2007	Research Award, Prostate Cancer Foundation
2008			   Research Scholar Award, American Cancer Society
C.	Contribution to Science
1) My early work conducted as part of my PhD at M.D. Anderson Cancer Center focused on understanding the role of genetic susceptibility in tumor progression using mouse skin carcinogenesis models. When I started working in this field it was assumed that the same genetic alterations that predispose mice to develop skin pre-malignant lesions would be involved in the progression of these lesions to aggressive malignant tumors, suggesting that mice susceptible to developing benign lesions should be equally susceptible to the progression of these lesions into malignant tumors. I conducted novel cross-breeding experiments using mice strains with different susceptibilities to tumor promotion and progression in order to disentangle the genetic bases of the carcinogenesis process. The results of my studies provided novel evidence that skin tumor progression was under genetic control and that these genes were different than those regulating tumor promotion. In addition, I contributed data characterizing some of the key alterations that occur in the transition from benign to malignant skin tumors. Overall, the results of these studies led to a better understanding of the carcinogenesis process in the two-stage mouse skin carcinogenesis model and the identification of key alterations and genetic regions that are likely to be involved in tumor progression. 

1.	Stern MC, Gimenez-Conti IB, Conti CJ. (1995) Genetic susceptibility to papilloma progression in SENCAR mice. Carcinogenesis 16: 1947-53. 
2.	Stern MC, Duran HA, McKenna EA, Conti CJ. (1997) Increased apoptosis during papilloma development in mice susceptible to tumor progression. Molecular carcinogenesis 20: 137-42. 
3.	Stern MC, Gimenez-Conti IB, Budunova I, Coghlan L, Fischer SM, DiGiovanni J, Slaga TJ, Conti CJ. (1998) Analysis of two inbred strains of mice derived from the SENCAR stock with different susceptibility to skin tumor progression. Carcinogenesis 19: 125-32. 
4.	Stern MC, Benavides F, Klingelberger EA, Conti CJ. (2000) Allelotype analysis of chemically induced squamous cell carcinomas in F(1) hybrids of two inbred mouse strains with different susceptibility to tumor progression. Carcinogenesis 21: 1297-301. 
5.	Stern MC, Benavides F, LaCava M, Conti CJ. (2002) Genetic analyses of mouse skin tumor progression susceptibility using SENCAR inbred derived strains. Molecular carcinogenesis 35: 13-20. 

2) When I joined the Epidemiology Branch at NIEHS and the Laboratory of Molecular Carcinogenesis, the first report had come out showing that DNA repair genes had polymorphisms that were common in the human population and could potentially affect protein function. The role of these genetic variants in cancer risk was unknown. I started studies to understand the role of several common polymorphisms in three different DNA repair genes, their interaction with cigarette smoking, and their role in bladder cancer risk. This lead to the publication of one of the first papers reporting an association between a common genetic variant in a DNA repair gene and cancer risk. This first paper has been cited 245 to date. Upon joining the USC faculty I expanded upon this work by joining the International Consortium of Bladder Cancer Studies, where I led the first publication of this group focusing on a pooled analysis that included most bladder cancer studies across the world, focusing on DNA repair polymorphism, smoking, and bladder cancer risk. Later, with funds from an NIH grant of which I was a co-investigator I contributed further to this topic by conducting comprehensive analyses of four DNA repair pathways, smoking and bladder cancer risk using data and samples from the Los Angeles and Shanghai bladder cancer studies. 

1.	Stern MC, Umbach DM, van Gils CH, Lunn RM, Taylor JA. (2001) DNA repair gene XRCC1 polymorphisms, smoking, and bladder cancer risk. Cancer Epidemiol Biomarkers Prev 10: 125-31. 
2.	Stern MC, Johnson LR, Bell DA, Taylor JA. (2002) XPD codon 751 polymorphism, metabolism genes, smoking, and bladder cancer risk. Cancer Epidemiol Biomarkers Prev 11: 1004-11. 
3.	Stern MC, Umbach DM, Lunn RM, Taylor JA. (2002) DNA repair gene XRCC3 codon 241 polymorphism, its interaction with smoking and XRCC1 polymorphisms, and bladder cancer risk. Cancer Epidemiol Biomarkers Prev 11: 939-43. 
4.	Stern MC, Lin J, Figueroa JD, Kelsey KT, Kiltie AE, Yuan JM, Matullo G, Fletcher T, Benhamou S, Taylor JA, Placidi D, Zhang ZF, Steineck G, Rothman N, Kogevinas M, Silverman D, Malats N, Chanock S, Wu X, Karagas MR, Andrew AS, Nelson HH, Bishop DT, Sak SC, Choudhury A, Barrett JH, Elliot F, Corral R, Joshi AD, Gago-Dominguez M, Cortessis VK, Xiang YB, Gao YT, Vineis P, Sacerdote C, Guarrera S, Polidoro S, Allione A, Gurzau E, Koppova K, Kumar R, Rudnai P, Porru S, Carta A, Campagna M, Arici C, Park SS, Garcia-Closas M. (2009) Polymorphisms in DNA repair genes, smoking, and bladder cancer risk: findings from the international consortium of bladder cancer. Cancer research 69: 6857-64. 2782435
5.	Corral R, Lewinger JP, Van Den Berg D, Joshi AD, Yuan JM, Gago-Dominguez M, Cortessis VK, Pike MC, Conti DV, Thomas DC, Edlund CK, Gao YT, Xiang YB, Zhang W, Su YC, Stern MC. (2014) Comprehensive analyses of DNA repair pathways, smoking and bladder cancer risk in Los Angeles and Shanghai. International journal of cancer. 135: 335-47. 4016180

3) Since I joined the USC faculty I focused my studies on understanding the role of dietary sources of carcinogenic exposures and their interplay with common genetic variants in two key pathways: carcinogen metabolism and DNA repair. My initial studies focused on colorectal cancer, both carcinomas and adenomas, and I published some of the first papers reporting a role for DNA repair gene variants and cancer risk and their interaction with several key exposures. This research made me aware of the important role of diets high in meat in colorectal cancer, and the fact that in spite of consistent epidemiological data the mechanisms underlying this association were still unknown. In collaboration with investigators in the Colorectal cancer Consortium of Family Registries (Colon CFR) I led a large study to understand which meat types, cooking practices and possible mechanisms might explain the role of meat in colorectal cancer risk. I was awarded a Research Scholar Award from the American Cancer Society to conduct this work, which led to several publications reporting on the role of different meat types, and the effect modification of genetic variants in three different DNA repair pathways, and carcinogen metabolism pathways. Our findings highlight that pan-fried red meat seems to be the main culprit of the meat and colorectal cancer association, likely through the accumulation of heterocylic amines. My contributions to this area of research have been recently recognized by the International Agency of Research on Cancer (IARC), by being invited to participate in the Monographs Working Group that will be putting together Volume 114 (2015) which will be devoted to “Red meats and processed meats”. 
 
1.	Stern MC, Siegmund KD, Conti DV, Corral R, Haile RW. (2006) XRCC1, XRCC3, and XPD polymorphisms as modifiers of the effect of smoking and alcohol on colorectal adenoma risk. Cancer Epidemiol Biomarkers Prev 15: 2384-90.  
2.	Joshi AD, Corral R, Siegmund KD, Haile RW, Le Marchand L, Martinez ME, Ahnen DJ, Sandler RS, Lance P, Stern MC. (2009) Red meat and poultry intake, polymorphisms in the nucleotide excision repair and mismatch repair pathways and colorectal cancer risk. Carcinogenesis 30: 472-9. 2722151
3.	Brevik A, Joshi AD, Corral R, Onland-Moret NC, Siegmund KD, Le Marchand L, Baron JA, Martinez ME, Haile RW, Ahnen DJ, Sandler RS, Lance P, Stern MC. (2010) Polymorphisms in base excision repair genes as colorectal cancer risk factors and modifiers of the effect of diets high in red meat. Cancer Epidemiol Biomarkers Prev 19: 3167-73. 3058341
4.	Wang J, Joshi AD, Corral R, Siegmund KD, Marchand LL, Martinez ME, Haile RW, Ahnen DJ, Sandler RS, Lance P, Stern MC. (2012) Carcinogen metabolism genes, red meat and poultry intake, and colorectal cancer risk. International journal of cancer. Journal international du cancer 130: 1898-907. 3883510
5.	Joshi AD, Kim A, Lewinger JP, Ulrich CM, Potter JD, Cotterchio M, Le Marchand L, Stern MC. (2015) Meat intake, cooking methods, dietary carcinogens, and colorectal cancer risk: findings from the Colorectal Cancer Family Registry. Cancer Med. 

4) In an effort to understand the role of diets high in meat and cancer risk further I expanded the studies described above to other cancers, primarily prostate cancer. At the time I started these studies there was scarce evidence on the role of red meat and prostate cancer risk; however, the existing evidence was suggestive of an association. Moreover, the evidence for diets high in fish was controversial. Some studies indicated a putative protective effect whereas others a risk effect. With funds from the Prostate Cancer Foundation I led studies to understand these two separate issues. Using data and samples from the California Collaborative Prostate Cancer Study I conducted studies that concluded that pan-fried meats might be putative risk factors for prostate cancer risk. This finding is consistent with our findings in colorectal cancer. Moreover, we reported that diets high in white (lean) fish, particularly when cooked at high temperature (e.g. pan-frying) is a putative prostate cancer risk factor. Instead, diets high in dark (oily) fish seem to have a protective effect, albeit this effect is lost when meats are cooked at high temperatures. In addition to these studies, I participated in several international collaborations that were instrumental in identifying various genetic variants through GWAS that increase risk for prostate cancer. 

1.	Catsburg C, Joshi AD, Corral R, Lewinger JP, Koo J, John EM, Ingles SA, Stern MC. (2012) Polymorphisms in carcinogen metabolism enzymes, fish intake, and risk of prostate cancer. Carcinogenesis 33: 1352-9. 3499053
2.	Joshi AD, Corral R, Catsburg C, Lewinger JP, Koo J, John EM, Ingles SA, Stern MC. (2012) Red meat and poultry, cooking practices, genetic susceptibility and risk of prostate cancer: results from a multiethnic case-control study. Carcinogenesis 33: 2108-18. 3584966
3.	Joshi AD, John EM, Koo J, Ingles SA, Stern MC. (2012) Fish intake, cooking practices, and risk of prostate cancer: results from a multi-ethnic case-control study. Cancer causes & control : CCC 23: 405-20. 

5) The studies I conducted in prostate cancer focusing on environmental risk factors made me aware of the clinical challenges that patients diagnosed with localized disease face regarding treatment decisions. This led to a collaboration with urologists, pathologists and oncologists at the USC/Norris Comprehensive Cancer Center in order to identify tumor biomarkers that jointly with clinical variables might improve upon the prediction of clinical outcomes and thus assist patients and clinicians in making the best treatment recommendations for patients with low risk disease. I obtained funding from private foundations and a biotech company with whom we entered into a collaborative agreement. The first phase of our study is completed and a patent has been submitted for a novel gene-expression based classifier we developed that can predict tumor recurrence among men treated with radical prostatectomy. These studies are still ongoing and a publication will be submitted shortly. This new research project has led to new collaborations with investigators at other institutions in the US and abroad focusing on the role of biomarkers and/or clinical predictors of outcomes or treatment choices among men with prostate cancer, and an ongoing study funded by DoD of which I am co-PI. 

1.	Cotignola J, Leonardi DB, Shahabi A, Acuna AD, Stern MC, Navone N, Scorticati C, De Siervi A, Mazza O, Vazquez E. (2013) Glutathione-S-transferase (GST) polymorphisms are associated with relapse after radical prostatectomy. Prostate Cancer Prostatic Dis 16: 28-34. 3626169
2.	Satkunasivam R, Kim AE, Desai M, Nguyen MM, Quinn DI, Ballas L, Lewinger JP, Stern MC, Hamilton AS, Aron M, Gill IS. (2015) Radical Prostatectomy or External Beam Radiation Therapy vs No Local Therapy for Survival Benefit in Metastatic Prostate Cancer: A SEER-Medicare Analysis. J Urol. 

Complete list of published work in My Bibliography
http://www.ncbi.nlm.nih.gov/sites/myncbi/1T1vbezsvvxkq/bibliography/48050980/public/?sort=date&direction=ascending
D.	Research Support
Ongoing Research Support
W81XWH-14-1-0602	Garraway, Knudsen, Stern (PIs)							9/1/2014-8/31/2016
Biologic and Genomic Indicators of Metastatic Prostate Cancer Progression in African-American Men
DoD Prostate cancer research program—Disparity award
4/1/2014-3/31-2016
Role: co-PI

Research Support Completed in the Past Three Years

MGM Mirage Award	Stern (PI)										2010-2013
Biomarkers of prognosis of localized prostate cancer
This study proposed to identify whole genome expression profiles that associate with clinical recurrence after radical prostatectomy, and to use them jointly with clinical covariates to identify risk predictive models of cancer progression. This study used samples and data from the USC Institute of Urology prostate cancer database.
Role: Principal Investigator

RSG-09-020-01-CNE 			Stern (PI)														01/01/09-12/31/2013
American Cancer Society Research Scholar Award	
Meat cooking practices, genetics, and colorectal cancer risk
This project investigates the role of meat intake and meat cooking practices in colorectal cancer risk, taking into account genetic variation in enzymes that participate in the metabolism of chemical carcinogens produced by cooked meats. This study uses resources from the Colon CFR. 
Role: Principal Investigator




