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A.	Personal Statement
I am an experienced statistician with many interests and publications in areas relevant to the epidemiology of cancer and other diseases including methods in survival analysis, longitudinal analysis, meta-analysis, measurement error, genetic association studies and gene x environment interactions. I am the senior statistician on the genome-wide cancer association studies centered around the Multiethnic Cohort Study at the University of Southern California and University of Hawaii, and have recently published a (single-author) book on the topic of statistical design and analysis of genome-wide association scans (Springer 2013). Also, I lead or collaborate in the analysis of other large scale studies of genes and gene by environment interactions in relation to risk of common cancers and type 2 diabetes. I also have longstanding research interests in radiation epidemiology and related statistical issues starting from my work performed in the late 1980s in Hiroshima for the A-bomb study; these interests include joint studies of multiple biomarkers of exposure and related measurement error methods, and incorporation of dosimetric uncertainty into risk estimation. I have analyzed data from the Colorado Plateau uranium miners cohort and from the ongoing WECARE study, and have participated in numerous National Academy of Science reports related to radiation epidemiology and dosimetry. I am currently Principal Investigator of a DOE-funded grant to analyze cancer mortality data in the Mayak Workers Cohort with a major focus on utilizing complex dosimetry systems in epidemiological analysis. 
B.	Positions and Honors
1982-1984	Statistician, Center for Energy and Environmental Studies, Princeton University, Princeton, NJ.
1986-1989		Research Associate, Radiation Effects Research Foundation, Hiroshima, Japan
1989-1996	Assistant Professor, Department of Preventive Medicine, University of Southern California Keck School of Medicine, Los Angeles, CA
1996-2004	Associate Professor, Department of Preventive Medicine, University of Southern California Keck School of Medicine, Los Angeles, CA
2002	Visiting Scientist, Center for Genome Research, Whitehead Institute, Massachusetts Institute of Technology, Cambridge, MA
2004-current	Professor, Department of Preventive Medicine, University of Southern California Keck School of Medicine, Los Angeles, CA
2006- current	Member, U.S. Environmental Protection Agency, Radiation Advisory Committee
2007-2012	Member, EPIC Study Section (NCI/NIH)
2009- current  Member, International Commission on Radiological Protection (ICRP), Committee C1 
2009	Elected Fellow of the American Statistical Association
2012-current	Member, U.S. Environmental Protection Agency Science Advisory Board
2012-2013	Chair, U.S. Environmental Protection Agency, Radiation Advisory Committee
2013-current	Member, National Committee on Radiation Protection (NCRP)
C.	Contribution to Science
C.1. Genetic Association Studies in the Multiethnic Cohort Study. As part of a collaboration between the MEC and MIT’s Whitehead Institute in 2002, I began involvement in a series of candidate gene studies that soon evolved into genome-wide association studies. I was specifically instrumental in developing the concepts of haplotype association analysis, haplotype uncertainty, multi-ethnic mapping, use of imputed SNPs to broaden association studies and other topics including study design and control for population stratification. (In addition to these more statistical papers I have been a lead statistician on a large number of genetic association studies and have authored a book on the topic).

1. Stram DO, Haiman CA, Hirschhorn JN, Altshuler D, Kolonel LN, Henderson BE, et al. Choosing haplotype-tagging SNPS based on unphased genotype data using a preliminary sample of unrelated subjects with an example from the Multiethnic Cohort Study. Hum Hered. 2003;55: 27-36.
2. Stram DO, Leigh Pearce C, Bretsky P, Freedman M, Hirschhorn JN, Altshuler D, et al. Modeling and E-M estimation of haplotype-specific relative risks from genotype data for a case-control study of unrelated individuals. Hum Hered. 2003;55: 179-190.
3. Xie R, Stram DO. Asymptotic equivalence between two score tests for haplotype-specific risk in general linear models. Genet Epidemiol. 2005;29: 166-170.
4. Wang H, Thomas DC, Pe'er I, Stram DO. Optimal two-stage genotyping designs for genome-wide association scans. Genet Epidemiol. 2006;30: 356-368.
5. Rakovski CS, Stram DO. A kinship-based modification of the Armitage trend test to address hidden population structure and small differential genotyping errors. PLoS One 4:e5825, 2009. PMC2688076; 

C.2. Exposure measurement error in epidemiological studies. Many of my publications have dealt with understanding and correcting for the effects of exposure measurement error in complex epidemiological studies. In the A-bomb survivors study, I and colleagues developed methods to correct for random measurement error in dose estimation that have been used in analyses of these data for over two decades. In the Colorado Plateau Uranium miners study I characterized dosimetry errors and showed that a portion of the “inverse-dose-rate” effect seen in these data (in which protracted exposure to alpha-particles increases rather than decreases lung cancer risk) could be reasonably explained as a consequence of random measurement error in exposures. For the Hanford Thyroid Disease Study and (most recently) the Mayak Worker Study I developed methods for epidemiologic analysis using complex radiation dosimetry systems that provide many replications of dose for each cohort participant to represent independent and correlated (shared) uncertainties. 

1. Pierce DA, Stram DO, Vaeth M. Allowing for random errors in radiation dose estimates for the atomic bomb survivor data. Radiat Res. 1990;123: 275-284.
2. Sposto R, Stram DO, Awa AA. An estimate of the magnitude of random errors in the DS86 dosimetry from data on chromosome aberrations and severe epilation. Radiat Res. 1991;128: 157-169.
3. Stram DO, Langholz B, Huberman M, Thomas DC. Correcting for exposure measurement error in a reanalysis of lung cancer mortality for the Colorado Plateau Uranium Miners cohort. Health Phys. 1999;77: 265-275. 
4. Stram DO, Kopecky KJ. Power and uncertainty analysis of epidemiological studies of radiation-related disease risk in which dose estimates are based on a complex dosimetry system: some observations. Radiat Res. 2003;160: 408-417.
5. Stram DO, Preston DL, Sokolnikov M, Napier B, Kopecky KJ, Boice J, et al. Shared dosimetry error in epidemiological dose-response analyses. PLOS One. 2015;10: e0119418.

C.3. Neuroblastoma clinical trials. From 1990 to 2000 I served as the lead statistician for clinical trials in neuroblastoma organized by the Children’s Oncology Group. I was especially focused on randomized and non-randomized trials of bone-marrow transplant in this disease. In addition to participating in a NEJM paper detailing the results of a randomized trial, I was first author of two earlier papers on the non-randomized studies; one on statistical methods and the other summarizing the results of the non-randomized studies. 

1. Stram DO, Sather H, Wang L. Analysis of time to death after transplantation when transplants are only given to patients in remission. Biometrics. 1996;52: 1079-1086.
2.  Stram DO, Matthay KK, O'Leary M, Reynolds CP, Haase GM, Atkinson JB, et al. Consolidation chemoradiotherapy and autologous bone marrow transplantation versus continued chemotherapy for metastatic neuroblastoma: a report of two concurrent Children's Cancer Group studies. J Clin Oncol. 1996;14: 2417-2426.
3. Matthay KK, Villablanca JG, Seeger RC, Stram DO, Harris RE, Ramsay NK, et al. Treatment of high-risk neuroblastoma with intensive chemotherapy, radiotherapy, autologous bone marrow transplantation, and 13-cis-retinoic acid. Children's Cancer Group. N Engl J Med. 1999;341: 1165-1173.

C.4. Lung Cancer in the Multiethnic Cohort Study (MEC). Together with Dr. Haiman at USC I authored a paper that gave a detailed summary of lung cancer rates in the MEC showing that at lower rates of smoking marked racial/ethnic differences were evident in lung cancer risk dose response and that these differences tended to disappear at higher smoking rates. This work was instrumental in the development of a program project grant including investigators from USC, UH, and UMN which seeks to understand these risk differences through the use of biomarkers for nicotine metabolism and carcinogenic exposures in over 2,000 MEC smokers. 
1. Haiman CA, Stram DO, Wilkens LR, Pike MC, Kolonel LN, Henderson BE, et al. Ethnic and racial differences in the smoking-related risk of lung cancer. N Engl J Med. 2006;354: 333-342.
2. Patel YM, Stram DO, Wilkens LR, Park SS, Henderson BE, Le Marchand L, et al. The contribution of common genetic variation to nicotine and cotinine glucuronidation in multiple ethnic/racial populations. Cancer Epidemiol Biomarkers Prev. 2015;24: 119-127.
3. Murphy SE, Park SS, Thompson EF, Wilkens LR, Patel Y, Stram DO, et al. Nicotine N-glucuronidation relative to N-oxidation and C-oxidation and UGT2B10 genotype in five ethnic/racial groups. Carcinogenesis. 2014;35: 2526-2533.
4. Park SL, Carmella SG, Ming X, Vielguth E, Stram DO, Le Marchand L, et al. Variation in Levels of the Lung Carcinogen NNAL and Its Glucuronides in the Urine of Cigarette Smokers from Five Ethnic Groups with Differing Risks for Lung Cancer. Cancer Epidemiol Biomarkers Prev. 2015;24: 561-569.
5. Peterson LA, Urban AM, Vu CC, Cummings ME, Brown LC, Warmka JK, et al. Role of aldehydes in the toxic and mutagenic effects of nitrosamines. Chem Res Toxicol. 2013;26: 1464-1473.

C.5. General Biostatistics. As a biostatistician involved in many leading studies I have published on a large number of statistical topics relating to these studies over the years. In addition to the topics mentioned above I have made contributions in variance components analysis, analysis of repeated measures data, meta-analysis, and study design. A selection of these is given below.  
1. Laird N, Lange N, Stram D. Maximum-likelihood computations with repeated measures -- application of the EM-algorithm. J Am Stat Assoc. 1986;82: 97-105.
2. Thomas D, Stram D, Dwyer J. Exposure measurement error: influence on exposure-disease. Relationships and methods of correction. Annu Rev Public Health. 1993;14: 69-93.
3. Stram DO, Lee JW. Variance components testing in the longitudinal mixed effects model. Biometrics. 1994;50: 1171-1177.
4. Stram DO. Meta-analysis of published data using a linear mixed-effects model. Biometrics. 1996;52: 536-544.
5. Stram DO, Huberman M, Wu AH. Is residual confounding a reasonable explanation for the apparent protective effects of beta-carotene found in epidemiologic studies of lung cancer in smokers? Am J Epidemiol. 2002;155: 622-628.

Complete List of Published Work in My Bibliography: http://www.ncbi.nlm.nih.gov/sites/myncbi/1-ymkz1QJaM/bibliography/40133703/public/?sort=date&direction=ascending


D.	Research Support
Ongoing Research Support

DE-HS0000091 (Stram)																	10/01/13-09/30/18
Dept of Energy
Epidemiological and Biostatistical Assistance for project 2.2: Mayak Worker Cancer Mortality
The goal of this project provide epidemiologic and statistical analysis of cancer mortality risks in relation to occupational exposure from nuclear weapons production in the former Soviet Union. 



1U01HG004802-05 (Le Marchand)							  							07/17/08-10/31/18 
NIH/NHGRI	
Epidemiology of Putative Causal Variants in the Multiethnic Cohort
The major goal of this project is to characterize in the five MEC ethnic/racial populations, the associations of putative causal variants discovered for various chronic diseases in large ongoing genomic studies.

1 R01 CA129639-01A2 (Haile)		04/01/09 – 02/28/15                
NIH/NCI (Memorial Sloan-Kettering P.I.:J. Bernstein)  
Genome-wide Association Study of Radiation Exposure and Bilateral Breast Cancer
A genome-wide association study of bilateral and unilateral breast cancer that also incorporates information on radiation exposure into the analyses.

1R01CA165038 (Haiman)														  08/01/2012 – 05/31/2016
NIH/NCI	
Genome-wide association study of breast cancer in high-risk women
 The major goal of this project is to study the genetics of breast cancer in high risk women
 Project Role: Co-I

1UM1CA164973-01 (L. Kolonel)														  07/01/12 – 06/30/17	
NIH/NCI	
Understanding Ethnic Differences in Cancer: The Multiethnic Cohort Study
This grant supports the infrastructure of the Multiethnic Cohort (MEC) Study, which was established in Hawaii and southern California between 1993 and 1996 to study risk factors for cancer and other chronic diseases
Project Role: Co-I

1 P01 CA138338-01A1 (Hecht)													04/01/2011 - 03/31/2015
NIH	 
Mechanisms of Ethic/Racial Differences in Lung Cancer Due to Cigarette Smoking
The major goal of this project is to understand ethnic differences in lung cancer risk by gene/phenotype analysis of biomarkers for tobacco metabolism measured in a multi-ethnic cohort. 
Role: Coinvestigator and statistics core leader.

1P01CA168530 (Le Marchand)												   07/04/2012 – 08/31/2017	
NIH	
Obesity, Body Fat Distribution and Cancer Risk in the Multiethnic
Excess body fat, especially in the abdomen, is hypothesized to contribute to cancer risk. Past studies relied on imperfect measures of fatness (weight for height, waist circumference) and did not often study risk differences among ethnic/racial groups. We propose to measure body fat directly using imaging methods (DXA and MRI) and identify blood biomarkers and lifestyle behaviors that predict body fat distribution in a multiethnic population, in order to test their associations with risks of breast and colorectal cancers in a prospective multiethnic study.

Completed Research

5R01CA141154-03 (Pearce)														 08/01/2010 - 12/31/2014	
NIH								
Identifying Ovarian Cancer Susceptibility Alleles Using Genome-Wide Scan Data
The major goal of this project is to explore in a very large dataset the modifying effects of lifestyle and reproductive factors on ovarian cancer genetic susceptibility loci that have been identified through our recently completed genome-wide association study (GWAS).

R01CA136725 (Vauhgn)																	 	 09/1/09 - 08/31/14	                       
NIH/NCI Barretts and Esophageal Adenocarcinoma Consortium Genetic


1 R01 CA 126895-01A2 (Le Marchand)		                      09/01/08 – 10/31/14
NIH/NCI     
Whole-Genome Scan for Modifier Genes in Colorectal Cancer	
The major goal of this project is to conduct a whole-genome association study of colorectal cancer in the Multiethnic cohort study in order to identify susceptibility genes for this cancer.

