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	Ph.D.
	07/2013
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A. Personal Statement

[bookmark: _GoBack]I am dual-trained across multiple innovative and diverse areas of research such as: (1) elucidating the role of histone tails on epigenetic modulation, (2) delineating molecular mechanisms that drive addictive behaviors that lead to substance abuse, (3) molecular pathogenesis of liver fibrosis; specifically, focusing on elucidating targetable mechanisms that regulate collagen mRNA stability, translocations, and specific RNA-binding-protein interactions within the scope of discovery of novel anti-fibrotic treatment, and (4) interrogating wide range of next generation sequencing approaches by utilizing in-silico techniques (bioinformatics) and in-vivo validation for collaborative translational and clinical-based research across multiple diseases.

I currently have two major areas of interest.  In the role as the Director of Keck Genomics Platform, my goal is to provide cutting-edge genomic service to Keck School of Medicine, greater USC, and its affiliates with a complete high throughput next generation sequencing ecosystem. In addition, I play a role in leveraging of high performance computational resources and development of in-house cutting-edge pipelines, as well as information management systems vital for a complete research-based precision medicine platform. My major focus is to build a collaborative environment and provide team-driven research support within the scope of the next generation technologies to ultimately drive advances in translational genomics and provide building blocks towards personalized medicine.

In the role as an Assistant Professor of Research, I am interested in urothelial carcinomas, with a focus on utilizing “omics” such as genomics, radiomics, epigenomics, and transcriptomics to elucidate population and tumor heterogeneity, as well as tumor microenvironments at the nexus of informatics and functional biologics with direct clinical implications. My plan is to expand profiling and comprehensive molecular analysis of the organ-confined elusive low-grade heterogeneous urothelial carcinomas that escape standard treatments and escalate into aggressive high-risk tumors with a high rate of mortality. Furthermore, building on my previous experiences and collaboration with John Carpten, we will interrogate the ancestral effects on disease progression and outcomes in the urothelial tumors. 





B. Positions and Honors

Post Graduate Positions
	
2015-2016
2016-2017

2017-Present
	
Postdoctoral Fellow, John Carpten, Translational Genomics Research Institute, Phoenix, AZ
Senior Postdoctoral Fellow, John Carpten, Department of Translational Genomics, Keck 
School of Medicine, University of Southern California
Asistant Professor of Research, Department of Translational Genomics, Director, Keck Genomics Platform, Keck School of Medicine, University of Southern California

	
	


Academic Appointments
	2007-2009
2007-2009
2011-2012
2015-2016
	 Lecturer
 Adjunct Instructor
 Teaching Assistant
 Adjunct Instructor
	Thomas University, Biological Sciences, Thomasville, GA
Tallahassee Community College, Tallahassee, FL 
Florida State University College of Medicine, Tallahassee, FL
Biological Sciences, Mesa Community College, Mesa, AZ,



Clinical Appointments
	2004-2005
	 Phlebotomist Assistant
	Archbold Hospital, Urgent Care Center, Thomasville, GA



Honors
2003	Dean’s Scholarship (Thomas University)
2011	Principal Investigator; National Institute of Health (NIH/NIAAA); F31, Ruth L. Kirschsteiner National Research Fellowship (NRSA). 1F31AA019845-01A1 (Florida State University)
2012	President of the Biomedical Sciences Graduate Student Association (Florida State University)
2012	Randolph L. Rill Outstanding Graduate Student (Florida State University)
2012	Outstanding Research and Creativity Excellence Award (Florida State University)
2012	Best Poster Presentation (RNA Society)
2013	Travel Award (Gordon Conference)
2013	Myra H. Hurt Leadership Award (Florida State University)
2016	Travel Award (AACR)

C. Contributions to Science

1. Prior to joining graduate school, I worked on delineating molecular mechanisms that drive addictive behaviors that lead to substance abuse. Our research has showed how modulation of ERK in VTA region of brain was associated with mood disorders. We also reported that early adolescent exposure to nicotine lead to depressive state in adulthood. 
a. Iñiguez SD,Vialou V, Cao J, Warren BL, Manojlovic Z, Neve R, Russo S,Han M, Nestler E, Carlos A Bolaños-Guzmán. “Regulation of Extracellular Signal-Regulated Kinase-2 within the Ventral Tegmental Area Modulates Drug- and Mood- Related Comorbid Behaviors”. Journal of Neuroscience. 2010 Jun 2; 30(22):7652-63.
b. Iñiguez SD, Warren BL,Parise E, Alcantara L, Schuh B, Melissa ML, Manojlovic Z, Carlos A Bolaños-Guzmán. “Nicotine exposure during adolescence induces a depression-like state in adulthood”. Neuropsychopharmacology. 2009 May;34(6):1609-24.
2. My graduate work under the supervision of Dr. Branko Stefanovic lead to discovery of multiple factors critical in the process of fibrosis that could be targeted with high specificity for development of the first anti-fibrotic treatment. During the course of investigation, we also discovered a link of these pro-fibrotic factors to be essential during early embryonic development.
a. Zarko Manojlovic, Branko Stefanovic, Yoichi Kato. “RFX7 is required for the formation of primary cilia in the neural tube.” Mech. Dev. 2014 May;132:28-37. 
b. Milica Vukmirovic, Zarko Manojlovic & Branko Stefanovic. “Serine-threonine kinase receptor associated protein (STRAP) regulates translation of type I collagen mRNAs.” Molecular and Cellular Biology, 2013 Oct;33(19):3893-906.
c. Zarko Manojlovic, John Blackmon, Branko Stefanovic. “Tacrolimus (FK506) prevents early stages of ethanol induced hepatic fibrosis by targeting LARP6 dependent mechanism of collagen synthesis.” PLoS ONE, June 2013. 8(6): e65897. 
d. Zarko Manojlovic & Branko Stefanovic. “A novel role of RNA Helicase A in regulation of translation of type I collagen mRNAs”. RNA, February 2012, 18 (2): 321-334
3. My postdoctoral research under the supervision of Dr. John Carpten was on cancer genomics and informatics, with discovery of mutation in TERT promoter in acral melanoma, comprehensive molecular profiling in African Americans with multiple myeloma and discovery of significantly higher perturbations of TP53 among Caucasians. 
a. Zarko Manojlovic, Austin Christofferson, Winnie S. Liang, Jessica Aldrich, Gil Speyer, Megan Washington, Shukmei Wong, Daniel Rohrer, Scott Jewell, Rick A. Kittles, Mary Derome, Daniel Auclair, David Wesley Craig, Jonathan Keats, John D. Carpten. “Comprehensive Molecular Profiling of 718 Multiple Myelomas Reveals Significant Differences in Mutation Frequencies Between African and European Descent Cases” PLOS Genetics. 2017 Nov 22;13(11):e1007087.
b. Winnie S. Liang, William Hendricks, Jeffrey Kiefer, Jessica Schmidt, Shobana Sekar, John Carpten, David W. Craig, Jonathan Adkins, Lori Cuyugan, Zarko Manojlovic, Rebecca Halperin, Adrienne Helland, Sara Nasser, Christophe Legendre, Laurence H. Hurley, Douglas B. Johnson, Holly Crandall, Klaus Busam, Victoria Zismann, Valerie Deluca, Jeeyun Lee, Aleksandar Sekulic, Charlotte E. Ariyan, Jeffrey Sosman, Jeffrey Trent. “Integrated genomic analyses reveal frequent TERT aberrations in acral melanoma”. Genome Research. 2017, April 27(4):524-532.
c. Troy A McEachron, W Nathan Holmes, Lilibeth R Torno, Irene Cherni, Tyler Izatt, John D Carpten, David W Craig, Zarko Manojlovic, Leonard S Sender, Keri B Zabokrtsky, Shu-Yuan Liao, Brian Kaltenecker. “Molecular genetic profiling of adolescent glassy cell carcinoma of the cervix reveals targetable EGFR amplification with radiologic response.” Journal of Adolescent and Young Adult Oncology. 2016 Sep;5(3):297-302.
4. As part of the team under supervision of Dr. David W. Crag, we worked on development of analytical pipeline to better evaluate data from tumor only sequencing samples. This will later lead to a ancovering of ancestral imbalance across common references.
a. Rebecca F. Halperin, John D. Carpten, Zarko Manojlovic, Jessica Aldrich, Winnie S. Liang, Jonathan Keats, Megan Russell, Daniel Enriquez, Ana Claasen, Irene Cherni, Max S. Wicha, Evelyn Jaigge, Lisa A. Newman, Sara Byron, Johanna Phillips, Michael Prados, Seungchan Kim, David W. Craig. “A method to reduce ancestry related germline false positives in tumor only somatic variant calling.” BMC Medicine Genetics.  2017 Oct 19;10(1):6.

My major contributions to science are based on functional molecular biology with direct impact on patients. My Complete List of Publications in MyBibliography: https://www.ncbi.nlm.nih.gov/myncbi/collections/bibliography/51118797
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